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<210> 1 

<211> 2027 

<212> DNA 

<213> Homo sapiens 



<400> 1 

gaattcggcc 

cgcgcgggct 

gccgccggct 

gacaagctcg 

ggtcgcgcgc 

cactgctgcc 

aagcgcagca 

cagaacatgc 

gccggcgctt 

tgctcgctct 

tcgctctgcg 

tggcccgaca 

gctagcagcg 

aaaaataaaa 

ctgaaaataa 

accaagagca 

gtgctgtggc 

ccctatctgg 

tggcagaagg 

tagtcccggc 

ctccgggatc 

gcagcttccc 

caggagtgga 

caaactaata 

ttttgaatag 

gctgattttc 

ggcccaaact 

tcatcagctc 

ttcaatggga 

agaagcacat 

ttttataatt 

aaattaaacc 



ttcatggcct 
tgcagcgcct 
gccagctttt 
aactccggcc 
ccacgatgct 
tgggctcggc 
attgcaagcc 
ggctgcccaa 
ggatcccgct 
tcgcccccgt 
tgcaggtgaa 
tgcttgagtg 
accacctcct 
atgatgatga 
aagtgaagga 
agaccattta 
tcaaagacag 
tcatgggaca 
ggcagagaga 
atcctgatgg 
tcagctcccg 
cctgcctttt 
tagctgtttt 
aaatcatgaa 
gtgcaactgt 
acttcccact 
tgtgggtcac 
cagactgaga 
acttaaactg 
taaccatttc 
gacttgagta 
cattgtagct 



agctcattct 
cgcccgcgct 
cggggccccg 
gcctcgccct 
gcagggccct 
gcgcgggctc 
catcccggcc 
cctgctgggc 
ggtcatgaag 
ctgcctcgat 
ggaccgctgc 
cgaccgtttc 
gccagccacc 
caacgacata 
gataacctac 
caagctgaac 
cttgcagtgc 
gaaacagggt 
gttcaagcgc 
ctccgacagg 
ttccccaagc 
gcacgtttgc 
cacctaaagg 
tatttttatg 
gacttgggtc 
gaggttgtca 
aaaccctgtt 
ctcagtgtct 
ttacatgtat 
tatagcatga 
ctttaagcct 
tacctgtaat 



gctcccccgg 
cctcccggtg 
agtcgcaccc 
tccccggctc 
ggctcgctgc 
ttcctctttg 
aacctgcagc 
cacgagacca 
cagtgccacc 
gacctagacg 
gccccggtca 
ccccaggaca 
gaggaagctc 
atggaaacgc 
atcaaccgag 
99tgtgtccg 
acctgtgagg 
ggggagctgg 
atctcccgca 
cctgctccag 
acactcctag 
atccccagca 
aaaagcccac 
aagtttaaaa 
tggttggttg 
taacatgcaa 
gagataaagc 
aagtcttaca 
cacattccag 
tttcttcaag 
tgtttaaaac 
atacatagta 



gtcggagccc 
tcccgcttct 
agcgaagaga 
cgctccctct 
tgctgctctt 
gccagcccga 
tgtgccacgg 
tgaaggaggt 
cggacaccaa 
agaccatcca 
tgtccgcctt 
acgacctttg 
caaaggtatg 
tttgtaaaaa 
ataccaaaat 
aaagggacct 
agatgaacga 
tgatcacctc 
gcatccgcaa 
agcacggctg 
ctgctccagt 
tttcctgagt 
ccgaatcttg 
atagctcact 
ttgtttgttg 
attgcttcaa 
tggctgttat 
acaattcatc 
ctacaatact 
taaaaggcaa 
atttcttact 
gtttaccttt 



cccggagctg 
ccgcgcccca 
gcgggcccgg 
gccccctcgg 
cctcgcctcg 
cttctcctac 
catcgaatac 
gctggagcag 
gaagttcctg 
gccatgccac 
cggcttcccc 
catccccctc 
tgaagcctgc 
tgattttgca 
catcctggag 
gaagaaatcg 
catcaacgcg 
ggtgaagcgg 
gctgcagtgc 
accatttctg 
ctcagcctgg 
tataaggcca 
tagaaatatt 
ttaaagctag 
ttttgagtca 
ttttctctgt 
ctcaacatct 
attttatacc 
tccatttatt 
aagatataaa 
taacttttgc 
aaaagttgta 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 



1 



aaaatattgc tttaaccaac actgtaaata tttcagataa acattatatt cttgtatata 1980 
aactttacat cctgttttac ctaaaaaaaa aaaaaaaaag cggccgc 2027 



<210> 2 

<211> 295 

<212> PRT 

<213> Homo sapiens 

<400> 2 



Met 


Leu 


Gin 


Gly 


Pro 


Glv 


Ser 


.Leu 


Leu 


Leu 


Leu 


Phe 


Leu 


Ala 


Ser 


His 


1 








5 










10 










15 




Cvs 


Cvs 


Leu 


Glv 


Ser 


Ala 


Arcj 


Glv 


Leu 


Phe 


Leu 


Phe 


Glv 


Gin 


Pro 


Asp 








20 










25 










30 






Phe 


Ser 


Tvr 


Lvs 


Ara 


Ser 


Asn 


Cvs 


Lvs 


Pro 


He 


Pro 


Ala 


Asn 


Leu 


Gin 






35 










40 










45 








Leu 


Cvs 


His 


Glv 


He 


Glu 


Tvr 


Gin 


Asn 


Met 


ArQ 


Leu 


Pro 


Asn 


Leu 


Leu 




50 










55 










60 










Glv 


His 


Glu 


Thr 


Met 


Lvs 


Glu 


Val 


Leu 


Glu 


Gin 


Ala 


Glv 


Ala 


TnD 


He 


65 










70 










75 










80 


Pro 


Leu 


Val 


Met 


Lvs 


Gin 


Cys 


His 


Pro 


Asp 


Thr 


Lys 


Lys 


Phe 


Leu 


Cys 










85 










90 










95 




Ser 


Leu 


Phe 


Ala 


Pro 


Val 


Cvs 


Leu 


Asp 


Asp 


Leu 


Asp 


Glu 


Thr 


He 


Gin 








100 










105 










110 






Pro 


Cvs 


His 


Ser 


Leu 


Cys 


Val 


Gin 


Val 


Lys 


Asp 


Ara 


Cys 


Ala 


Pro 


Val 






115 










120 










125 








Met 


Ser 


Ala 


Phe 


Glv 


Phe 


Pro 


Trt5 


Pro 


Asp 


Met 


Leu 


Glu 


Cys 


Asp 


Ara 




130 










135 










140 










Phe 


Pro 


Gin 


Asp 


Asn 


Asp 


Leu 


Cys 


He 


Pro 


Leu 


Ala 


Ser 


Ser 


Asp 


His 


145 










150 










155 










160 


Leu 


Leu 


Pro 


Ala 


Thr 


Glu 


Glu 


Ala 


Pro 


Lys 


Val 


Cys 


Glu 


Ala 


Cys 


Lys 










165 










170 










175 




Asn 


Lys 


Asn 


Asp 


Asp 


Asp 


Asn 


Asp 


He 


Met 


Glu 


Thr 


Leu 


Cys 


Lys 


Asn 








180 










185 










190 






Asp 


Phe 


Ala 


Leu 


Lys 


He 


Lys 


Val 


Lys 


Glu 


He 


Thr 


Tyr 


He 


Asn 


Arg 






195 










200 










205 








Asp 


Thr 


Lys 


He 


He 


Leu 


Glu 


Thr 


Lys 


Ser 


Lys 


Thr 


He 


Tyr 


Lys 


Leu 




210 










215 










220 










Asn 


Gly 


Val 


Ser 


Glu 


Arg 


Asp 


Leu 


Lys 


Lys 


Ser 


Val 


Leu 


Trp 


Leu 


Lys 


225 










230 










235 










240 


Asp 


Ser 


Leu 


Gin 


Cys 


Thr 


Cys 


Glu 


Glu 


Met 


Asn 


Asp 


He 


Asn 


Ala 


Pro 










245 










250 










255 




Tyr 


Leu 


Val 


Met 


Gly 


Gin 


Lys 


Gin 


Gly 


Gly 


Glu 


Leu 


Val 


He 


Thr 


Ser 








260 










265 










270 






Val 


Lys 


Arg 


Trp 


Gin 


Lys 


Gly 


Gin 


Arg 


Glu 


Phe 


Lys 


Arg 


He 


Ser 


Arg 






275 










280 










285 








Ser 


lie 


Arg 


Lys 


Leu 


Gin 


Cys 





















290 295 



<210> 3 

<211> 275 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Ser Ala Arg Gly Leu Phe Leu Phe Gly Gin Pro Asp Phe Ser Tyr Lys 

15 10 15 

Arg Ser Asn Cys Lys Pro He Pro Ala Asn Leu Gin Leu Cys His Gly 



2 









20 










25 










30 






lie 


Glu 


Tyr 


Gin 


Asn 


Met 


Arg 


Leu 


Pro 


Asn 


Leu 


Leu 


Gly 


His 


Glu 


Thr 






35 










40 










45 








Met 


Lys 


Glu 


Val 


Leu 


Glu 


Gin 


Ala 


Gly 


Ala 


Trp 


He 


Pro 


Leu 


Val 


Met 




50 










55 










60 










Lys 


Gin 


Cys 


His 


Pro 


Asp 


Thr 


Lys 


Lys 


Phe 


Leu 


Cys 


Ser 


Leu 


Phe 


Ala 


65 










70 










75 










80 


Pro 


Val 


Cys 


Leu 


Asp 


Asp 


Leu 


Asp 


Glu 


Thr 


He 


Gin 


Pro 


Cys 


His 


Ser 










85 










90 










95 




Leu 


Cys 


Val 


Gin 


Val 


Lys 


Asp 


Arg 


Cys 


Ala 


Pro 


Val 


Met 


Ser 


Ala 


Phe 








100 










105 










110 






Gly 


Phe 


Pro 


Trp 


Pro 


Asp 


Met 


Leu 


Glu 


Cys 


Asp 


Arg 


Phe 


Pro 


Gin 


Asp 






115 










120 










125 








Asn 


Asp 


Leu 


Cys 


He 


Pro 


Leu 


Ala 


Ser 


Ser 


Asp 


His 


Leu 


Leu 


Pro 


Ala 




130 










135 










140 










Thr 


Glu 


Glu 


Ala 


Pro 


Lys 


Val 


Cys 


Glu 


Ala 


Cys 


Lys 


Asn 


Lys 


Asn 


Asp 


145 










150 










155 










160 


Asp 


Asp 


Asn 


Asp 


lie 


Met 


Glu 


Thr 


Leu 


Cys 


Lys 


Asn 


Asp 


Phe 


Ala 


Leu 










165 










170 










175 




Lys 


He 


Lys 


Val 


Lys 


Glu 


He 


Thr 


Tyr 


He 


Asn 


Arg 


Asp 


Thr 


Lys 


He 








180 










185 










190 






He 


Leu 


Glu 


Thr 


Lys 


Ser 


Lys 


Thr 


He 


Tyr 


Lys 


Leu 


Asn 


Gly 


Val 


Ser 






195 










200 










205 








Glu 


Arg 


Asp 


Leu 


Lys 


Lys 


Ser 


Val 


Leu 


Trp 


Leu 


Lys 


Asp 


Ser 


Leu 


Gin 




210 










215 










220 










Cys 


Thr 


Cys 


Glu 


Glu 


Met 


Asn 


Asp 


He 


Asn 


Ala 


Pro 


Tyr 


Leu 


Val 


Met 


225 










230 










235 










240 


Gly 


Gin 


Lys 


Gin 


Gly 


Gly 


Glu 


Leu 


Val 


He 


Thr 


Ser 


Val 


Lys 


Arg 


Trp 










245 










250 










255 




Gin 


Lys 


Gly 


Gin 


Arg 


Glu 


Phe 


Lys 


Arg 


He 


Ser 


Arg 


Ser 


He 


Arg 


Lys 








260 










265 










270 







Leu Gin Cys 



<210> 4 

<211> 15 

<212> DNA 

<213> Artificial 

<220> 

<223> 5' Insert 

<400> 4 

catgggcagc tcgag 15 



<210> 5 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Sequence created when Xhol site is inserted upstream from DHFR 

<400> 5 

ctgcaggcga gcctgaattc ctcgagccat catg 34 



<210> 6 
<211> 68 



3 



<212> DNA 

<213> Artificial 



<220> 

<223> adapter synthesized with a 5' TaqI protruding end and a 3' Xhol 
protruding end 

<400> 6 

cgaggttaaa aaacgtctag gccccccgaa ccacggggac gtggttttcc tttgaaaaac 60 
acgattgc 68 



<210> 7 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> 5' Probe 

<400> 7 

atcgatgccg tggcacagct gcaggttg 2 8 



4 



